The occurrence of hydrothermal vent ecosystems at Secca delle Fumose, Pozzuoli Bay (Gulf of Naples), represented an opportunity to study the benthic assemblages under the thermal stress of hydrothermal emissions in a very shallow environment (9-14 m water depth). In autumn 2016, the macrobenthic community was sampled by scuba divers at four sites located in the Baia Underwater Archeological Park. Two sites were characterized by vent emissions (one with white bacterial mat scattered on the bottom and one with a yellow substrate around a geyser opening) and two at about 100 m away, used as control. Sediment and interstitial water environmental variables were measured to determine their influence on the structure of macrobenthic assemblages. A total of 1,954 macrofaunal individuals was found, characterized by great differences in abundance and species richness among sites. This pattern was correlated to the dominance of a particular set of variables that drastically change in a very small spatial scale, from one site to another. The control sites, characterized by the highest percentage of gravel in the sediments (19.67 ± 2.6%) and normal level of major ions such as Ca 2+ , K + , and Mg 2+ in the interstitial waters, showed the highest values of sinecological indices. The "white" hydrothermal site exhibited the lowest species richness, abundance and species diversity, influenced by low pH values (∼7.6), high temperatures (∼37.53 • C) and by the highest total organic carbon content (TOC 34.78%) in the sediment. The "yellow" hydrothermal site, with sediment TOC equal to 30.03% and interstitial sulfide ions measuring 130.58 ppm, showed higher values of sinecological indices than those recorded at the "white" site. Therefore, taxonomic analysis revealed a high turnover between control and vents sites. This highlights the preference for hydrothermal vents by a few resistant species, such as the gastropod Tritia cuvierii and the polychaete Capitella capitata, confirming the role of the latter species as opportunistic in extreme environments like Secca delle Fumose.
The occurrence of hydrothermal vent ecosystems at Secca delle Fumose, Pozzuoli Bay (Gulf of Naples), represented an opportunity to study the benthic assemblages under the thermal stress of hydrothermal emissions in a very shallow environment (9-14 m water depth). In autumn 2016, the macrobenthic community was sampled by scuba divers at four sites located in the Baia Underwater Archeological Park. Two sites were characterized by vent emissions (one with white bacterial mat scattered on the bottom and one with a yellow substrate around a geyser opening) and two at about 100 m away, used as control. Sediment and interstitial water environmental variables were measured to determine their influence on the structure of macrobenthic assemblages. A total of 1,954 macrofaunal individuals was found, characterized by great differences in abundance and species richness among sites. This pattern was correlated to the dominance of a particular set of variables that drastically change in a very small spatial scale, from one site to another. The control sites, characterized by the highest percentage of gravel in the sediments (19.67 ± 2.6%) and normal level of major ions such as Ca 2+ , K + , and Mg 2+ in the interstitial waters, showed the highest values of sinecological indices. The "white" hydrothermal site exhibited the lowest species richness, abundance and species diversity, influenced by low pH values (∼7.6), high temperatures (∼37.53 • C) and by the highest total organic carbon content (TOC 34.78%) in the sediment. The "yellow" hydrothermal site, with sediment TOC equal to 30.03% and interstitial sulfide ions measuring 130.58 ppm, showed higher values of sinecological indices than those recorded at the "white" site. Therefore, taxonomic analysis revealed a high turnover between control and vents sites. This highlights the preference for hydrothermal vents by a few resistant species, such as the gastropod Tritia cuvierii and the polychaete Capitella capitata, confirming the role of the latter species as opportunistic in extreme environments like Secca delle Fumose.
INTRODUCTION
The relationship between environmental factors and benthic communities is of primary importance in determining the structure of biocenoses and their functioning (e.g., Feder et al., 1994; Ellingsen, 2002; Lloret and Marín, 2009; Arribas et al., 2014) . A huge variety of marine species and bioconstructions is widely distributed along the bathymetrical gradient, from very shallow to deep-water. Among extreme marine systems, hydrothermal vents have wide global distribution, occurring in all oceanic bottoms, at different latitudes and depths and harboring rich and peculiar biological communities (Parson et al., 1995; Dando et al., 2000) . Several studies revealed that the occurrence of benthic organisms in the hydrothermal systems is strongly related to the volcanic fluids that outflow from the bottom, characterized by high concentrations of iron, zinc sulfides and gases, such as CH 4 , H 2 S, H 2 , and CO 2 (e.g., Van Dover and Fry, 1989; Micheli et al., 2002; Hall-Spencer et al., 2008; Martin et al., 2008; Yao et al., 2010) . A great biological difference occurs between deep and shallow vents. The former are mainly characterized by chemolithotrophic bacteria using H 2 S as energy source, representing the basis for a complex heterotrophic ecosystem, while the latter are composed both by chemolithotrophic bacteria and by communities energetically driven by photosynthetic organisms, such as diatoms and algal-bacterial mats absent in deep-sea vents communities (Vismann, 1991; Lutz and Kennish, 1993; Tarasov et al., 2005; Raghukumar et al., 2008) .
In the Mediterranean Sea, very shallow hydrothermal vents were reported for the Tyrrhenian and Aegean Sea, ranging from few meters to about 30 m depth (Dando et al., 1999) . They are related to tectonically active coastal zones, where the volcanic fluids are characterized by high temperatures and mainly composed by sulfide and/or CO 2 (Dando et al., 2000) . Even though shallow benthic communities include tolerant species to natural or anthropogenic stressors, many studies have suggested that the increasing temperature and sulfides negatively affect a wide variety of benthic assemblages, reducing the water oxygen concentration and producing toxicity to the majority of aerobic species (Caldwell, 1975; Wang and Chapman, 1999; Duarte, 2010, 2011) . Similarly, natural CO 2 emissions in seawater produce a change in carbonate chemistry, resulting in a local seawater acidification, which, in turn, impacts on calcification and growth processes of many planktic and benthic species (Fabry et al., 2008; Doney et al., 2009; Wicks and Roberts, 2012) .
Volcanic emissions, rich in CO 2 , were previously reported by Hall-Spencer et al. (2008) for the cold vents of Ischia Island, in the Gulf of Naples (Italy). Here, sulfides are absent while the high percentage of CO 2 (∼90-95%) considerably reduces the seawater pH which negatively affects calcifying organisms (Cigliano et al., 2010; Donnarumma et al., 2014; Lucey et al., 2016; Teixidó et al., 2018) .
A few kilometers away from Ischia Island, in the Campi Flegrei caldera, Di Napoli et al. (2016) reported a remarkable variation in seawater pH (∼7.3-8.3) due to the gas-rich hydrothermal fluids occurring in a shallow submarine relief, namely Secca delle Fumose. This area was only recently investigated from a geological (e.g., Tedesco et al., 1990; Passaro et al., 2013) and microbiological (Maugeri et al., 2010) , point of view. Highresolution morpho-bathymetric data and archeological surveys indicate that the relief is largely anthropogenic, consisting of a dense aggregation of pillars of the Roman age (first century BC), with a perimeter of 9 m × 9 m and a height of 7 m, mostly standing on a seafloor at 12 m depth where hydrothermal vents occur. Since there is a lack of information concerning the other biological and ecological components, the aims of this paper are: (i) to evaluate the spatial variation of macrobenthic community at the Secca delle Fumose, (ii) to assess the most important abiotic parameters affecting softbottom assemblage structure and (iii) to estimate the taxonomic diversity among hydrothermal vents and non-vent sites. To our knowledge, this study represents the first investigation of macrobenthic assemblages inhabiting the shallow hydrothermal systems of Campi Flegrei.
MATERIALS AND METHODS

Site Description
"Secca delle Fumose" (SdF) belongs to the largest degassing structure offshore of the Campi Flegrei caldera. With an extension of approximately 0.14 km 2 , is located about 800 m off the coastline in the north-western part of Pozzuoli Bay (Gulf of Naples, Italy) (40 • 49 23 N 14 • 05 15 E) (Tedesco et al., 1990; Passaro et al., 2013; Di Napoli et al., 2016) . In this area, four sampling sites were selected (Figure 1) , two control sites (CN; CS) and two in proximity of very different vents: a first characterized by white bacterial mats (H) and a second by yellow substrate around a solitary geyser opening (G). The control sites were distant about 65 m each other and 100 m away, in the hydrothermal area, the other two sites were sampled at the same distance from each other.
Sampling Collection and Analytical Procedures
In each site (H, G, CN, and CS) in November 2016, environmental parameters were measured (temperature and pH) and samples for interstitial water chemistry, grain size, total organic carbon (TOC) and sediment macrofauna were collected in triplicate.
Sediment temperature was measured in situ by means of an underwater thermometer. Water samples at water/sediment interface were collected for pH evaluation (pH/ORP Meter, HI98171, and probe HI 1230, Hanna instr.). Interstitial water (20 ml) for ions and metals determination was sampled using syringes and kept frozen until analyses; sediment samples were collected for the grain size and TOC analysis, by means of a cylindrical corer (5.5 cm diameter) pushed 10 cm into the sediment. In the laboratory, interstitial water was filtered with cellulose filters (0.20 µm) and treated with H 2 O 2 (100 µl in 10 ml of sample) for the digestion of organic content; samples were then fractioned in two aliquots for ions and metals determination.
For the analysis of major ions concentration, interstitial water samples were analyzed through ICS1100 ion chromatographic system, equipped with a double column system for simultaneous analyses of both anions and cations (Chianese et al., 2019) ; anions were detected with an AS22 column working with a cell volume of 100 µl and a solution 3.5 mM of sodium carbonate/bicarbonate as eluent, while cations were determined with a CS12A column working with a cell volume of 25 µl and 20 mM methanesulfonic acid solution as eluent. For both anions and cations, calibration curves were calculated using certified multistandard solutions; anions and cations detectable with this method are respectively: Cl − , F − , Br − , NO − 2 , NO − 3 , PO 3− 4 , SO 2− 4 (as inorganic species), HCOO − , CH 3 COO − , C 2 O −2 4 (as organic species) and Li + , Na + , K + , NH + 4 , Ca 2+ , and Mg 2+ . In addition the S 2− ion was estimated using a chromatographic method, converting it in sulfate ion after oxidation with H 2 O 2 . Heavy metals (Pb, Cd, Cu, and Zn) were estimated by means of a polarographic method, with a Metrohm 797 VA Computrace; this system uses a multimode working Mercury electrode and an Ag/AgCl electrode as reference. Using this method, metals that are soluble in mercury such as zinc, cadmium, lead, and copper are simultaneously determinable (Chianese et al., 2019) . Also in this case, calibration curves were calculated using certified multistandard solutions.
For the grain size analysis (Eleftheriou and McIntyre, 2008) , sediment was sieved over a series of 11 sieves with mesh size ranging from 1 cm to 63 µm. Fractions were dried in oven at 60 • C for 48 h and weighed; data were expressed as percentages of the total sediment dry weight, differencing it in three size classes: gravel (>2 mm), sand (2 mm <Ø> 0.063 mm), and mud (<0.063 mm). TOC was determined according to Schumacher (2002) and expressed as% of sediment.
As for macrofauna community, samples were collected at each site by scuba-diving operators using an air-lift pump equipped with a 0.5 mm nylon mesh size bag (Benson, 1989; Chemello and Russo, 1997 ) within a 50 cm × 50 cm frame, reaching a depth of 10 cm in the sediment. In the laboratory, the samples were fixed in 70% ethanol and macrofauna was sorted and analyzed under a stereomicroscope. Macrofauna organisms were analyzed up to the lowest taxonomic level, when possible, and their identification was cross-checked with the World Register of Marine Species (WoRMS Editorial Board, 2018).
Data Analysis
Multivariate ordination by principal component analysis (PCA) was performed on normalized environmental variables in order to determine their distribution patterns among the four sampling sites.
Sinecological indices, such as number of individuals (N) per 25 dm 3 , species richness (SR), Shannon-Weaver diversity (H : log 2 ) and Pielou's evenness (J) were calculated based on three replicate samples for each site. The quantitative (DI, percentage of individuals of a given species upon total individuals collected in the sample) and qualitative dominances (DQ, percentage of species of a given taxon upon the total of species collected in the sample) were also calculated. Differences of sinecological variable among sites were detected by permutational analysis of variance (PERMANOVA; Anderson, 2001a) , based on Euclidean distance (Terlizzi et al., 2007) . A one-way experimental design with n = 3 was involved with the fixed factor Site (four levels). PERMANOVA analysis, based on Bray-Curtis similarity, was also performed in order to assess differences in the structure of community assemblages among sites. 4999 permutations were always applied (Anderson, 2001b ) and a PERMANOVA pairwise t-test was used in order to evaluate differences between pairs of sites. Prior to analysis, data were log (x + 1) transformed (Clarke and Warwick, 2001) in order to normalize the data. To examine the structural variation of benthic communities among sites, canonical analysis of principal coordinates (CAP; Anderson and Willis, 2003) was used and similarity percentage (SIMPER) was calculated among the replicates for each site and, then, it was applied to identify those species that contributed more to the similarity among sites. Only species that cumulatively contributed to 50% to similarity were considered.
Relationships between macrobenthic community composition and environmental variables were tested by distance-based linear modeling analysis routine (distLM, Anderson, 2004) . The aim was to identify which variables were mostly related with assemblages and to better explain the biological pattern among sites. Then, distance based redundancy analysis (dbRDA, Legendre and Anderson, 1999 ) was used to visualize the influence of variables identified by distLM. For distLM analysis, interstitial water variables, expressed in ppm and ppb, were log 10 transformed to better compare different scales (Underwood, 1997) . All multivariate analyses were undertaken using the PRIMER-PERMANOVA + v.6 software package (Anderson et al., 2008) .
RESULTS
Environmental Variables
Environmental characteristics of SdF are summarized in Table 1 . A solitary hydrothermal vent (geyser) at G site is present at 10 m depth. The vent opening was about 10 cm in diameter; the hydrothermal fluid temperature reaches ∼80 • C at the outlet, while a lower temperature (29.1 ± 2.81 • C) and a moderate pH value (8) occurred in the sediment at a distance of 20 cm from the vent center. Rocky substrate surrounding the geyser was covered by yellow sulfur deposits (Figure 2) , while soft substrate among the rocks presented a TOC content of 30.03%. Interstitial water had a sulfur ion S 2− concentration of 130.58 ppm. Here, the most abundant ions were sulfate SO −2 4 , with a concentration of 2658.500 ± 6.5 ppm, and Mg, with a concentration of 954.705 ± 3.8 ppm, furthermore, relevant values of metals such as Zn (34.56 ± 3.86 ppb) and Pb (31.29 ± 0.52 ppb) were detected. About 1 m from the vent, where macrofauna was collected, the sediment was composed by sand (83.40%), gravel (13.96%), and mud (2.64%).
The H site was approximately 65 m from the G site, at a depth of 14 m. The sediment temperature was about 37.53 ± 2.28 • C and the pH value 7.56 ± 0.05, indicating an acidified condition, where some gas bubbling occurred. This site was characterized by a soft bottom covered by a white microbial mat (Figure 3) , with a TOC content of 34.78%. Sediment was mainly composed by sand (90.12%), gravel (7.41%) and mud (2.47%), while interstitial water showed the highest mean value of NO − 3 (28.77 ± 0.06 ppm) respect to the other sites, and a high mean value of Pb (62.02 ± 0.16 ppb) among metals.
The two control sampling sites (CN and CS) were located respectively to the north and south of Roman pillars and 100 m from G and H at a depth of 9.8 and 12.1 m respectively. In these sites, the gas emissions and the white microbial mat were absent, while the sediment temperature of 21.8 • C was comparable to that of sea water column; the pH values (average 8.1) were within the range of normal conditions. The content of the TOC in the sediment varied from 17.05 to 18.14%. The sediment grain size was characterized by a high percentage of sand (CN 79.60%; CS 76.67%) and a lower content of gravel (CN 17.84%; CS 21.52%) and mud (CN 2.57%; CS 1.81%). High concentrations of heavy metals occurred in the interstitial water in both sites: the CN site was mainly characterized by a Zn content of 39.09 ± 0.50 ppb, while CS by Pb concentrations of 60.02 ± 0.71 ppb. This latter site presented also the highest mean value of SO 2− 4 (3888.500 ± 5.9 ppm). The sediment quality characteristics from sampling sites were shown by multivariate PCA (Figure 4) . In particular, PC1 accounted for 47.5% of variation among sites, and PC1 and PC2 together accounted for 84.5% ( Table 2) . Along the PC1 axis, hydrothermal vent sites (H and G) were separated from the control sites (CN and CS), according to temperature and ion NO − 3 , that were high at the active sites; on the contrary other ions (e.g., Mg 2+ ; Na + ) and pH, were high at control sites (Figure 4 -PC1 ). Along the PC2 axis, the graph showed a clear separation between southern (H and CS) and northern (G and CN) sites; the former sites were displaced on the graph according to heavy metals content such as Cd and Pb and the SO 2− 4 ion; the latter sites according to Cu, S 2− ion and% of mud (Figure 4 -PC2 ).
Macrofauna Diversity and Community Structure
A total number of 1,954 individuals, belonging to 164 taxa grouped in eight macrobenthic groups, were classified to different taxonomic levels as follows: Mollusca (610 ind.), Sipuncula (606 ind.), Polychaeta (513 ind.), Crustacea (172 ind.), Echinodermata (40 ind.), Chordata (7 ind.), Nemertea (5 ind.), and Platyhelminthes (1 ind.) ( Table 3) . The whole benthic community drastically increased in abundance and species richness away from the vent sites (H: DI = 0.97% -DQ = 5.49%; G: DI = 13.20% -DQ = 29.88%) to control sites (CN: DI = 31.58% -DQ = 68.29%; CS: DI = 54.25% -DQ = 48.78%).
The main taxa structuring the benthic community were Mollusca, Sipuncula, Polychaeta and Crustacea, reaching a dominance of 97.28%. With the only exception of Sipuncula, three taxa were detected at all sites, differentially contributing to the communities living at each site (Figure 5) .
Mollusca showed the highest species richness, being represented by 76 species, belonging to the classes Polyplacophora, Gastropoda, and Bivalvia. Bivalvia was the dominant group in term of abundance (Figure 5A) , with 400 individuals (65.57%) belonging to 30 species (39.47%). Gastropods were the dominant group in term of species richness (Figure 5B) , with 41 species (53.94%) and an abundance of 173 individuals (28.36%). Polyplacophores were poorly represented, both in abundance (37 ind.; 6.06%) and species richness (5 sp.; 6.57%).
The highest percentage of mollusks abundance mainly occurred in the control site CS (52.46%), where bivalves were mainly represented by the species Hiatella arctica (76 ind.), gastropods by Caecum sp. (26 ind.) and polyplacophores by Lepidochitona sp. (31 ind.). On the other hand, the lowest percentage of mollusks occurred in H (DI 1.64%) with only three species: Tritia cuvierii (8 ind.), Haminoea sp. (1 ind.), and Alvania discors (1 ind.).
Polychaeta, with a total of 513 individuals belonging to 47 species, were mainly represented by the species Eunice vittata (108 ind., 21.05%) and Aponuphis bilineata (83 ind., 16.18%). This group was dominant in the control site CN (Figures 5C,D) , both in abundance (307 ind., 59.84%) and in species richness (36 sp., 76%). The opposite occurred in H, where a total of only seven individuals belonging to four species, among which four individuals of the polychaete Capitella capitata, were recorded.
Crustacea were represented by 172 individuals belonging to 33 species, grouped in five orders: Decapoda, Isopoda, Tanaidacea, Amphipoda, and Cumacea. Only five species, represented by the decapod Anapagurus bicorniger, the amphipods Dexamine spinosa and Pereionotus testudo, the isopods Cymodoce truncata and Anthuridae indet., reached a dominance of 52.35% of the total crustacean assemblage. The highest percentage of crustaceans individuals was detected in CS (84 ind., 48.84%; Figure 5E ) and species richness in CN (20 sp., 60.61%; Figure 5F ), while only 2 species, the decapod Pagurus sp. and the amphipod Perioculodes sp., occurred in H with only 1 individual.
Among the sinecological indices (Table 4) , the highest density (N) and species richness (SR) values were recorded in CN and CS, while the lowest values in H, which also showed the lowest values of diversity (H ) and evenness (J). For each index, PERMANOVA test highlighted significant differences among sites, except for Pielou's evenness (J) ( Table 4 ). A significant difference was also detected analyzing macrofauna composition (PERMANOVA: F = 3.411, p = 0.0004). In particular, pairwise comparisons showed differences between hydrothermal vents (G; H) and non-vents (CN; CS) sites, with the highest average similarity among these latter sites (Average similarity 38.30%; Table 5 ). These differences were also evident in the plot of CAP analysis (Figure 6) , where the three replicates formed consistent clusters for each site. Along the CAP1 axis, vent sites (H and G) were separated from control ones (CN and CS), while along the CAP2 axis the graph showed a clear separation between the southern (H and CS) and northern (G and CN) sites. In particular, H and G were strongly polarized respectively in the positive and negative part of CAP2, while CN and CS were aggregated around the zero value of CAP2, respectively in the positive and negative part. The average multivariate similarity of macrofaunal assemblage composition for each site ranged from 11.94 to 59.92% (Table 6) , while the similarity of dominant species among sites was 19.62%, attributable to sipunculans, mollusks, and polychaetes ( Table 7) .
Relationship Between Environmental Variables and Macrobenthic Community
The pattern of community structure was significantly correlated with some environmental parameters of sediments and interstitial waters ( Table 8 ) and visualized in the dbRDA (Figure 7) , where vectors indicate the direction of increasing influence of each variable on community changes.
Concerning the first group of variables (Table 8A -Marginal tests), gravel, sand, pH, temperature, and TOC explained a significant variation in benthic community when tested individually. In particular, only gravel and pH represented the most important driving factors influencing benthic community distribution among sites (Table 8A -Sequential tests), explaining 52.76% of community variation.
As for interstitial water variables, all the investigated ions, with the only exception of S 2− in the site G, had a significant effect on community variability (Table 8B -Marginal tests), even though the greatest influence was due to the Mg 2+ , K 2+ , and Ca 2+ ions (Table 8B -Sequential tests), which explained 56.63% of community variation. 
DISCUSSION
The hydrothermal vent system at Pozzuoli Bay provides an opportunity to study the macrobenthic assemblages and composition in a shallow extreme environment. Through this work, the macrobenthic community at Secca delle Fumose was investigated for the first time. The results highlighted a strong change in density, species richness and diversity between two non-vent (CN and CS) and two different vent (H and G) sites. When compared to the hydrothermal sites, the control sites showed higher abundance and species richness, and the environment was characterized by normal pH and ions concentrations (e.g., Ca 2+ , K 2+ , and Mg 2+ ), and by a significant percentage of gravelly sediment that markedly affected the macrobenthic composition (DistLM Table 6 ; dbRDA Figure 7) .
It is well-known that benthic species are functionally and structurally related to the main features of the habitat they reside (e.g., Woodin, 1978; Thrush et al., 1991; Desprez, 2000; Riera et al., 2012; Donnarumma et al., 2018; Casoli et al., 2019) . In particular, the taxa composition recorded in the control sites was consistent with a marked occurrence of gravel, which offers microhabitats suitable for settlement and refuge. This is also proven by the high dominance of the byssate bivalve H. arctica, which is commonly found on hard substrates, where become strictly aggregated in dense groups (Purchon, 1977) . The occurrence of high abundance of gastropod Caecum spp. is probably due to the presence of sand in the sediment with only tracks of mud (Fretter and Graham, 1978) . Species belonging to the genus Eunice (Annelida, Polychaeta) also occurred with a very high abundance in the control area, in agreement with their cosmopolitan nature (George and Hartmann-Schröder, 1985; Dounas and Koukouras, 1989; Gusso et al., 2001; Fauchald et al., 2009) , as well as for the crevicedwelling isopod C. truncata and sipunculans, capable of hiding in the narrow cracks of rocks and in empty or fragmented shells (Ferrero-Vicente et al., 2013) .
In addition to the relationship between benthic assemblages and structural characteristics of the substrate, the understanding of environment state is also related to the occurrence of sensitive or tolerant species to the environmental changes (Simboura and Zenetos, 2002; Washburn et al., 2016) . For instance, the high abundance of C. truncata restricted only in the control area might be related to the suitable habitat conditions, as reported for the normal pH conditions at Ischia Island by Cigliano et al. (2010) . Conversely, the absence of this species at the geyser site (G) may be due to the crustaceans sulfide sensitivity (Gray et al., 2002) , as well as its absence in the white hydrothermal vent (H) could be also related to the metabolic sensitivity of C. truncata to high pCO 2 condition (Turner et al., 2016) . Heavy metals (Zn, Cd, Pb, and Cu) occurred in the interstitial waters of sediments at all sampling sites (Table 1) . However, their low quantity is compatible with the existence of a well-structured macrobenthic assemblage in the control sites, as reported in previous investigations (Bryan, 1976; Yoshida et al., 2002; Raghukumar et al., 2008) . Moreover, the presence only in the control sites of the cephalochordate Branchiostoma lanceolatum attests to the good quality of the sites, since it is a species sensitive to organic enrichment and polluted water (Simboura and Zenetos, 2002; Rota et al., 2009) . At the two hydrothermal sites (G and H), a drastic decrease of benthic biodiversity was observed. This can be mainly attributable to environmental conditions, in particular to presence of sulfide, high temperatures and seawater pH variations generated by volcanic activity. Moreover, as observed by Tarasov et al. (2005) , the hydrothermal fluids in these sites produced a slight reduction of water salinity, measured as Na + and Cl − ions.
Several studies (e.g., Thiermann et al., 1997; Tarasov et al., 1999; Dando, 2010) have reported a decrease of both density and diversity of benthic communities as corresponding to the occurrence of high temperatures and sulfide concentrations, leading to an increase of temperature-and/or sulfide-tolerant species. The same result was also found in the present study where high sediment temperatures and sulfide ions (S 2− ) occurred at the geyser site (G), resulting in a 69% reduction of taxonomic richness and a 73% reduction in number of individuals compared to control sites. At this geyser site we observed the absence of obligate vent-associated species, which were previously reported for deep-sea vent systems (Tarasov et al., 2005 and reference therein; Schander et al., 2010; Stevens et al., 2015) . Our data are consistent with results from other coastal shallow water hydrothermal vents (Dando, 2010; Bianchi et al., 2011) . In particular, the fauna around the geyser at the Secca delle Fumose was composed by the most representative species inhabiting the 'background' area (e.g., the polychaetes E. vittata and A. bilineata, Bold data are significantly different at α = 0.05. the bivalves H. arctica and Venus verrucosa, the ophiuroid Amphipholis sp.), but with a very low number of individuals. This benthic assemblage may represent a "simplified" community as suggested by Dando (2010) , who defined the living fauna around hydrothermal vent and cold seep sites as a subset of the background biota. According to Thiermann et al. (1997) , the harsh hydrothermal conditions drastically affect the macrobenthic composition, as also observed at the "white" hydrothermal site (H). Here, the lowest species richness (9 sp.) and abundance (19 ind.) are mainly due to the seawater acidification (pH ∼7.6), in agreement with Di Napoli et al. (2016) who recently detected acidic CO 2 -rich fluids in the SdF area, and to the high sediment temperature (37.53 ± 2.28 • C), that was almost the double of that detected in the control sites (21.8 • C). These factors produced a reduction of 83.64% in taxonomic richness and 86.29% in number of individuals if compared with those found around the geyser and a reduction of 93.92 and 97.75% respectively if compared with control sites.
The dominant species in H site were the gastropod T. cuvierii (8 ind.) and the opportunistic polychaete C. capitata (4 ind.), while the other species, each occurring with only one individual, could be considered very rare in the hydrothermal area. The occurrence of the vagile nassariid gastropod T. cuvierii and the sediment-dwelling polychaete C. capitata clearly underlines the faunal similarity of our study area with other shallowwater hydrothermal vents. Indeed, nassariid species Tritia neritea (= Cyclope neritea Linnaeus, 1758), was among the dominant organisms in hydrothermal vents off Milos in the Aegean Sea (Dando et al., 1995; Southward et al., 1997; Thiermann et al., 1997) and in the Papua New Guinea (Tarasov et al., 1999) . Population density of nassarids species is often influenced by food availability (Zhao et al., 2011) , similarly the high abundance of T. cuvierii in the white hydrothermal site (H) may be due to the high food source consisting in the microbial mat (Cardigos et al., 2005) , so as also occurs for the congeneric species T. neritea in other vent systems. High TOC concentration in the sediment ( Table 1 ) might represent a further food source of this gastropod. The organic enrichment could be responsible for the dominance of the opportunistic polychaete C. capitata (Grassle and Grassle, 1976) , which is a tolerant species to high temperatures and sulfide concentrations (Gamenick et al., 1998a) . This work does not address directly the genetics of C. capitata complex (Blake, 2009; Nygren, 2014) that is also reported in hydrothermal vents and sulfidic habitats (Gamenick et al., 1998a,b) , nevertheless such complex of sibling species so as for gastropods (e.g., Colognola et al., 1986) will be the focus of future research on its genetic variation under the extreme environmental conditions occurring in the study area.
CONCLUSION
This work represents the first study describing the particular environmental conditions and species composition of macrofauna at the Secca delle Fumose shallow hydrothermal system, an easily accessible coastal area, to evaluate the biological responses in an extreme habitat (i.e., characterized by high temperature, sulfide concentration and low pH condition). The results showed that the studied macrobenthic community appears to be strongly driven by high sediment temperatures, by sulfide concentration around the geyser and by low pH value in the white microbial mat area with the occurrence of some CO 2 gas bubbling. These key factors led to a drastic reduction of biodiversity, compared to the surrounding nonvent area, highlighting the great importance of environmental state in structuring benthic systems. Future studies should also take into account other key elements of ecosystem functioning, such as meiofauna and microfauna communities, for a better understanding of the complex characteristics related to this very shallow extreme environment of the Campi Flegrei area.
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